
Supplementary Figure 1. Sequence alignments of KZ.Fortune (Query) and KZ.Ushkonyr 

(Sbjct) gRNAs 
 

 

Range 2: 1 to 1939 

Score Expect Identities Gaps Strand 

1873 bits(2076) 0.0 1580/1940(81%) 2/1940(0%) Plus/Plus 

 

Query  1     TAATTTGACTTAAACAACGCGACAGTTCAAGCAAATTACTTAACATGGCACTTACTTACA  60 

             |||||||||||||||||| |||||||||||||||||||||||| |||||||||||||||| 

Sbjct  1     TAATTTGACTTAAACAACTCGACAGTTCAAGCAAATTACTTAAAATGGCACTTACTTACA  60 

 

Query  61    GAAGTCCAATCGAGGAAGTGTTAACACTACTAGAGCCTAATGCTCAATCYCTTATTTCCA  120 

             ||||||||||||||||||||||||||||||||||||| ||||||||||| || || |||| 

Sbjct  61    GAAGTCCAATCGAGGAAGTGTTAACACTACTAGAGCCCAATGCTCAATCTCTGATCTCCA  120 

 

Query  121   ACGTCGCCACCAGCAGCTTTCAAGAGAGTGAGAAGGATAACTTCGCCTGGTTTTGCTACC  180 

             |||| |||||||||||||| |||||||||||||||||||||||||| ||||||||||||| 

Sbjct  121   ACGTTGCCACCAGCAGCTTCCAAGAGAGTGAGAAGGATAACTTCGCTTGGTTTTGCTACC  180 

 

Query  181   ATGTGTCGGCTAGCGCCAAGGAACACCTTAGTAGAGCAGGAATTTACCTAAGCCCCTACT  240 

             ||||| | |||| |||||||||||| ||||| | ||| ||||||||||||||||| |||| 

Sbjct  181   ATGTGCCCGCTAACGCCAAGGAACATCTTAGCAAAGCCGGAATTTACCTAAGCCCATACT  240 

 

Query  241   CGGGGTATCCTCATTCTCACCCGGTGTGCAAGACATTGGARAATTACCTACTGTACAAAG  300 

             | ||||||||||||||||||||||||||||| |||||||| ||||||||||||||||||| 

Sbjct  241   CAGGGTATCCTCATTCTCACCCGGTGTGCAAAACATTGGAGAATTACCTACTGTACAAAG  300 

 

Query  301   TCCTACCACCACTTGTAAATAACACCTTTTACTTTGTAGGAATAAAAGAATTCAAGCTCA  360 

             || ||||||||||||||||||||||||||||||| |||||||| |||||||| ||| | | 

Sbjct  301   TCTTACCACCACTTGTAAATAACACCTTTTACTTCGTAGGAATTAAAGAATTTAAGTTAA  360 

 

Query  361   ATTTTCTTAAGAAGAGAATAAAACAAATGAGCATGATTCAAGCTATAAATAGGTATGTGA  420 

             |||| |||||||| ||||| || |||||||||||||||||||| |||||||||||||||| 

Sbjct  361   ATTTCCTTAAGAAAAGAATCAAGCAAATGAGCATGATTCAAGCAATAAATAGGTATGTGA  420 

 

Query  421   GCAGTGCCGATAAATTGCGATATGGTAATGAGTTCGTGATCAAATTCGGCGCGGCGTCGC  480 

             ||||||||||||| ||| | ||||| |||||||| || || ||||||||| | || ||   

Sbjct  421   GCAGTGCCGATAAGTTGAGGTATGGCAATGAGTTTGTTATTAAATTCGGCACTGCATCAG  480 

 

Query  481   CCGAGCTCAAGCGGCACCATGGTTATTCACTGGATCCAGCCTTGCGTGATCTCTTGCCGA  540 

             | ||||||||||| || |||||||| || ||||| ||||| ||||| ||||| ||||| | 

Sbjct  481   CTGAGCTCAAGCGTCATCATGGTTACTCGCTGGACCCAGCATTGCGCGATCTTTTGCCCA  540 

 

Query  541   ACATAAAGAGGGATTCTAATCTCTTCTTCCACGATGAGATGCATTATTGGGAAAAGAACC  600 

             ||||||||||||| || |||||||||||||||||||||||||| |||||||||||||| | 

Sbjct  541   ACATAAAGAGGGACTCAAATCTCTTCTTCCACGATGAGATGCACTATTGGGAAAAGAATC  600 

 

Query  601   AGTTGATCCACTTCTTGGAACAATGCAGACCCAATACATGCTTGTGCACAATTGTGTACC  660 

             |  ||||| | ||||||||||| ||  | ||||| || ||||| |||||||||||||| | 

Sbjct  601   AACTGATCAATTTCTTGGAACATTGTCGGCCCAACACGTGCTTATGCACAATTGTGTATC  660 

 

Query  661   CAACAGAGATATTCGTTGGGGCCCGACGTTCTTTGAATCCGTGGGCATATGAGTTTGAGA  720 

             | || ||||||||||||||||| || || || ||||| || ||||||||||||||||||| 

Sbjct  661   CCACTGAGATATTCGTTGGGGCTCGGCGATCCTTGAACCCATGGGCATATGAGTTTGAGA  720 

 

Query  721   TCAAGAGAGATAAACTGCTCTTTTACCCAGATGGGGTGCGTAGTGAAGGCTATGAGCAGC  780 

             |||| || ||||| ||||| || |||||||| |||||||| || ||||| |||||||||| 

Sbjct  721   TCAAAAGGGATAAGCTGCTTTTCTACCCAGACGGGGTGCGCAGCGAAGGTTATGAGCAGC  780 

 

Query  781   CTGTCAACTGTGGGTATCTCCTCCGCACTAGAAAGATATTGCTAAGGGATGGCACTATGT  840 

             | |||||||| |||||||| |||||||| || ||||||||||| ||||| || ||| ||| 

Sbjct  781   CGGTCAACTGCGGGTATCTGCTCCGCACAAGGAAGATATTGCTTAGGGACGGTACTGTGT  840 

 

Query  841   ACAGCGTTGATCTAGTGTGCAGCAAATTCGCCCATCATCTAATAGCAATCACCAAGGGCG  900 

             ||||||||||||| ||||||||||||||  |||| || ||  |||| ||||||||||| | 

Sbjct  841   ACAGCGTTGATCTCGTGTGCAGCAAATTTTCCCACCACCTGGTAGCTATCACCAAGGGGG  900 

 

Query  901   ATTTGATCACCCCGACTTACCGTAGCTTCGGCCCTTTTGAGGCGATCAAGAGTGCGGGCT  960 

             |||||||||||||  | || || || || ||||| || || ||||||||||| || || | 

Sbjct  901   ATTTGATCACCCCAGCCTATCGCAGTTTTGGCCCGTTCGAAGCGATCAAGAGCGCAGGTT  960 

 

Query  961   TGCAGGGGATAAGCAAAGGTAGGCCGCAATTCTATCCTGTACCGTGCCACATGATTTCTC  1020 

             |||| |||||||| || ||||| ||| | ||||| || ||||| ||||||||||||||   

Sbjct  961   TGCAAGGGATAAGTAAGGGTAGACCGAAGTTCTACCCGGTACCATGCCACATGATTTCCA  1020 

 

Query  1021  GTTTATACAGGTACTTACGGTCTTTAAAGAAACCTGATAAGCAGTCTGCAATGGCAAAAT  1080 

             | || ||||||||||| || || || ||||| || |||||||| ||||||||||| || | 



Sbjct  1021  GGTTGTACAGGTACTTGCGATCATTGAAGAAGCCGGATAAGCAATCTGCAATGGCGAAGT  1080 

 

Query  1081  TCTCGCAGATGTGCCCTGAGCCGAGTGGTGATATGATAAGGTTTATTGAGGAACTGAGTG  1140 

             |||| ||||||||||| || || ||||| |||||||| || |||||||| ||| |||||| 

Sbjct  1081  TCTCCCAGATGTGCCCAGAACCCAGTGGAGATATGATCAGATTTATTGAAGAATTGAGTG  1140 

 

Query  1141  ATCTGATAATCAACACCAGCACTTTGAGGGTTATGATCGACGCAGAACTGTGCAAAAATT  1200 

             || |||| || || ||| ||||  | ||||| ||||| || |||||  ||||||| |||| 

Sbjct  1141  ATTTGATCATAAATACCGGCACCCTAAGGGTAATGATTGATGCAGATTTGTGCAAGAATT  1200 

 

Query  1201  TCTTTGGTAATTTGGGTCTGGCCTTACCGGCCACTCTCGCGTCAAAGGTAAAAAGTACTC  1260 

             ||||||| ||| | ||  | |||||||| ||  | ||||| |||||| |   |||||| | 

Sbjct  1201  TCTTTGGCAATCTCGGATTAGCCTTACCTGCTGCACTCGCATCAAAGATTCGAAGTACAC  1260 

 

Query  1261  GTGCTGTAAGTTTAGAAGCCTTTATAGCCTCGCTTGAGCCGCTCGTCGTTGATTGCGAAT  1320 

             | || || || ||||| ||||| || || || || || ||||| || || || ||||||| 

Sbjct  1261  GCGCCGTGAGCTTAGAGGCCTTCATTGCTTCACTGGAACCGCTGGTGGTCGACTGCGAAT  1320 

 

Query  1321  TGCAAACCATCTCGTGGGCCGTACCGCTGGCGCAGCTGTTGTTCAGTGAATCACCTGATG  1380 

             ||||||| || || ||||| ||||||||   ||  ||| ||||||| ||| | || |||| 

Sbjct  1321  TGCAAACTATTTCCTGGGCTGTACCGCTCCTGCCCCTGCTGTTCAGCGAAACTCCCGATG  1380 

 

Query  1381  ATCCCCCTGAGGACATGATTGAAGCAATGGATAGGAAGTGGGAGAGTAGCAGCACGATGT  1440 

             | || ||||||||     ||||  | |||||   || ||||||| |  ||       ||  

Sbjct  1381  AACCACCTGAGGATGCCCTTGAGACTATGGAGCAGAGGTGGGAGGGCCGCGTTGATTTGC  1440 

 

Query  1441  TGTGCGACAGGGTCCCGGCACCTTACCGTGGGAATATGTGGAGCGAAACATCCCGCTCAA  1500 

             || | ||  || | || || || ||||||||| |||||||||| ||  |  |||||   | 

Sbjct  1441  TGAGTGATCGGATTCCTGCGCCGTACCGTGGGGATATGTGGAGTGAGTCTGCCCGCCAGA  1500 

 

Query  1501  TGAGCTTTTGGAGCATAGATTTTCAGCGGATCAAGTTTCTGAGAGGGCTGATGGAATTGT  1560 

             ||||||  ||| |||| |||   |||    |||| ||||||||||||||||||  | ||| 

Sbjct  1501  TGAGCTACTGGCGCATTGATCACCAGAAAGTCAAATTTCTGAGAGGGCTGATGAGACTGT  1560 

 

Query  1561  ACGTGGATAGCATGTGCACAGAAGGCCTTGCAACCACCGTGACTTTTGAGTCCTACGTGG  1620 

             | || || ||||||||||| || |||||  | ||||||   ||||||||| ||||  | | 

Sbjct  1561  ATGTCGACAGCATGTGCACTGAGGGCCTCCCTACCACCACAACTTTTGAGGCCTATATTG  1620 

 

Query  1621  CCCAGATCGCGTCGTGTTGCTCGCTTCTCGGGCTCGCATTGATCAAGTGCTTAACTGTTG  1680 

             |  || |  | ||||| || ||  | |||||| |  | |||||||| ||| |||||   | 

Sbjct  1621  CTAAGCTTACATCGTGCTGTTCCTTGCTCGGGTTGACTTTGATCAAATGCATAACTACCG  1680 

 

Query  1681  CCGAGTATGCTGAGGTAGCCCAAATAG-TGAGCAACACACGTTTGATTGATGTGCTCTTC  1739 

             | ||||||||||| ||  ||| ||| | |||| |  ||||| ||| | |||||| | ||| 

Sbjct  1681  CAGAGTATGCTGAAGTGTCCCTAATTGTTGAG-AGTACACGCTTGCTCGATGTGTTATTC  1739 

 

Query  1740  GTTGCTGGGGACCTCCGTTGGTTCCGCGCCACCCGACATTCCAGGCATAACGTTAAGTTC  1799 

             ||   |||||| ||||| |||||||| ||||| || ||||||||| |||| | ||| ||| 

Sbjct  1740  GTAATTGGGGATCTCCGCTGGTTCCGTGCCACTCGCCATTCCAGGTATAATGCTAAATTC  1799 

 

Query  1800  TTGGACGAGACGGCCGACTGGGCAAGGTACAAAAGTGAGTTCGAGTGCGCAACATATGCA  1859 

             ||||| || ||||  |||||||| ||||||||||||||||||||||| |||||||| |   

Sbjct  1800  TTGGATGAAACGGTTGACTGGGCGAGGTACAAAAGTGAGTTCGAGTGTGCAACATACGAG  1859 

 

Query  1860  AAGCCCAAAGGAACAGGTCATATAGGCTATCTCCAAAACATTGTGTACAGCTTTTGCGGG  1919 

             ||||||  ||||   || ||||  ||||| || || |    |||||| |||||||| ||  

Sbjct  1860  AAGCCCCGAGGACTTGGCCATACTGGCTACCTTCAGACTTCTGTGTATAGCTTTTGTGGT  1919 

 

Query  1920  GTGGGGGCACGATGGTCGTT  1939 

             ||| |  | || ||||| || 

Sbjct  1920  GTGAGTACCCGCTGGTCATT  1939 

 

 

 

Range 1: 2112 to 8469 

 

Score Expect Identities Gaps Strand 

5711 bits(6333) 0.0 5107/6375(80%) 36/6375(0%) Plus/Plus 

 

Query  2112  GCGTTCCCCACGGAACACGGATTCAATTTGGAGA--AGGGGGTTTCAGGCGAGCGTGCTG  2169 

             |||||||| || || || || ||||| |||||||  |||||||  |||  || || ||   

Sbjct  2112  GCGTTCCCAACAGAGCATGGGTTCAACTTGGAGAGAAGGGGGT--CAGATGATCGCGCCA  2169 

 

Query  2170  CATGGTACTGCAGGGGTCAGATCGATTATACATCCGGAGCTGTTTGCCATAAGAACTTGG  2229 

             | |||||||||| | ||||  || ||||| |   |   | |     | || ||||   || 

Sbjct  2170  CTTGGTACTGCAAGAGTCATCTCAATTATGCGCACAAGGATACCCACTATGAGAATCAGG  2229 

 

Query  2230  GCTGGCCTAGATGGTTAAGCCAGTGGATGGAATTGCATGAGATAGATGAGACGTACCATA  2289 

             | ||||| | |||||||||| | |||||||| || ||||| || |||||  | ||| ||  



Sbjct  2230  GTTGGCCCACATGGTTAAGCAAATGGATGGAGTTACATGACATTGATGAAGCRTACTATG  2289 

 

Query  2290  ATAGCATGCTGGCCCAGGAATTTCCTGCTGGCGGGGCTCTAGAGTGTGGAGTGGGTGATG  2349 

             |||||||| | || |||||| | || ||||| ||  |  |||||  || |||| | |  | 

Sbjct  2290  ATAGCATGTTCGCTCAGGAACTCCCCGCTGGTGGAACCTTAGAGCATGAAGTGAGCGCAG  2349 

 

Query  2350  GAGGCCAGTTCATCCCGGGCTCAAATGTGGCCATAGCTGAAGTTGGAGGTCAGTCCCAGG  2409 

               |||  |||   ||| |  ||     | |||||||| || || |||||| | |||| || 

Sbjct  2350  AGGGCTTGTTTGCCCCCGATTCGCGCATAGCCATAGCCGAGGTAGGAGGTGAATCCCTGG  2409 

 

Query  2410  TTTCAATTGGCTGTG---TGGCAGGAACTGGGCAGTTGTTACTGGAATTGGGGGATTTCA  2466 

             |||| ||||  ||||   |||  ||||  |  ||    |  |||  |||||| ||  ||  

Sbjct  2410  TTTCGATTGAGTGTGCCTTGG--GGAAGAGAACAAGAATG-CTGAGATTGGGCGAGCTCC  2466 

 

Query  2467  TTGAAGTGCCTGGTCCATGTTGGAGCAAGCACCATCTCCACGTGCACTGCAGCGAAACGC  2526 

             ||||| |||| |     ||| |||||  ||| |  || ||  |||| ||||||| | |   

Sbjct  2467  TTGAAATGCCCGAATTGTGTCGGAGCTCGCATCGGCTACATATGCATTGCAGCGCATCAA  2526 

 

Query  2527  GCGGGGTGACGTTTATCTTCAGGCAAATTAAGGTTCC----AGGCC-CAGTGGAGAATGC  2581 

             | || || || ||||  |||||||| || |  ||||     |  |  |||||| || ||  

Sbjct  2527  GTGGAGTCACATTTACATTCAGGCAGATCA--GTTCGCTAGATTCTGCAGTGGGGATTGA  2584 

 

Query  2582  CGCAGTGGGGCA-AG--TCGCAACGCCTGCCTCAACAGCAGGTGCGGGGAG-GTCCAAGC  2637 

              |   ||||||| ||  | ||  |||| ||| |  | | |  || | | || | |||||  

Sbjct  2585  TG---TGGGGCAGAGCTTAGCGCCGCC-GCCGC--CTGTAA-TGAGTGAAGCGCCCAAGG  2637 

 

Query  2638  TCAATGAGTATGATGCCCACCACACACGAGAGGGGGTCGCAGTGCATGCATCCGGCAAGT  2697 

               ||   | ||||||  ||||| || || || ||||| |  ||||||||||||||||||| 

Sbjct  2638  CTAACCCGAATGATGTTCACCATACGCGGGAAGGGGTTGTGGTGCATGCATCCGGCAAGT  2697 

 

Query  2698  GCCCAGCAGCAAAGAAATTCCATAGGGTACCTAATGCAGGTGGTGGAGATTGTTTTTGGC  2757 

             ||||     |  ||||||| || ||||| || ||||| || || || ||||| ||||||  

Sbjct  2698  GCCCGAATTCTGAGAAATTTCACAGGGTGCCCAATGCTGGGGGGGGTGATTGCTTTTGGT  2757 

 

Query  2758  TGGCCATCTCGCACTTCACAGGAGTGAGCGTGCAAGATATGAAGCAGGGATTGCAACAGC  2817 

             |||| ||||| |||||||| ||||| || ||||| ||||||||||| || || || |||| 

Sbjct  2758  TGGCAATCTCTCACTTCACTGGAGTTAGTGTGCATGATATGAAGCAAGGGTTACAGCAGC  2817 

 

Query  2818  TGGATTGGGAGAGTGATGCGTTCAGCACCGAG-TTAGCCTTGCAATTGAAACCACAAGCT  2876 

             ||  |||||| ||||| || ||       ||| | ||||   |||||||||||  | ||  

Sbjct  2818  TGACTTGGGAAAGTGAGGCCTTTGATTTTGAGCTCAGCC-AACAATTGAAACCGAAGGCA  2876 

 

Query  2877  TGGGCTGAAGAGGAGGCCATTATCGCGACAAGTAAGCAATACCGGTACAGGATCGTGGTG  2936 

             ||||| || ||||| || || || || ||||||||||| |||||||||||||| |||||  

Sbjct  2877  TGGGCAGAGGAGGAAGCAATCATAGCTACAAGTAAGCAGTACCGGTACAGGATAGTGGTC  2936 

 

Query  2937  CTGAGTGCCGATAAGGAGCAAACAGTTATTTATAGCCCGAAGGGTGAGGCGGTGCAGTCC  2996 

              |||| || ||||| ||||||||||| |  |||||||| ||    || || ||||||||| 

Sbjct  2937  TTGAGCGCAGATAAAGAGCAAACAGTGACCTATAGCCCAAAATCAGAAGCAGTGCAGTCC  2996 

 

Query  2997  ATGGTTCTATACCACGCCGGGGCCCACTTTGAGGCAGCTTTGCCCCGGAACGATTGCGTG  3056 

             |||||||||||||| ||||| || ||||||||||||||||||||| |||| ||||| ||| 

Sbjct  2997  ATGGTTCTATACCATGCCGGAGCTCACTTTGAGGCAGCTTTGCCCAGGAATGATTGTGTG  3056 

 

Query  3057  CTTGTGGCTGTTGCGTCTGTCTTGCGGAGACGAGTTGAAGAGGTGCTTTCAATTCTAGGT  3116 

             || || ||||| || || |||||| |||| ||  |||| ||||||||||| || || ||| 

Sbjct  3057  CTCGTTGCTGTAGCATCAGTCTTGAGGAGGCGTATTGAGGAGGTGCTTTCGATCCTGGGT  3116 

 

Query  3117  GCGCAGTTGGGTAATGAGTTTCTTCAGGATGTACTAAAGGGTGAAGGAATTAATCGGGAC  3176 

             |||||  |||||   || || || ||||||||  | ||||| || || || ||||||||  

Sbjct  3117  GCGCAAATGGGTTCAGAATTCCTCCAGGATGTGTTGAAGGGGGAGGGCATCAATCGGGAT  3176 

 

Query  3177  CAATTGGCCGTGGTTTTCAAACTCTTTGACATCTGCGCGCATGTGCACGCGGAGGGTGAG  3236 

             || ||||| ||||| ||||| |||||||||||||| |||||  | || ||  || | ||| 

Sbjct  3177  CAGTTGGCTGTGGTGTTCAAGCTCTTTGACATCTGTGCGCACATTCATGCTCAGAGCGAG  3236 

 

Query  3237  GTTTTCGTGATAAATTCTGAAGGTAGATTGCACGGCACATTCAATCTGAGCAAGGATCAT  3296 

             |  |||||  ||||| | || || ||||| || |||||||||||| |||| ||||||||  

Sbjct  3237  GCATTCGTTGTAAATCCGGATGGCAGATTACATGGCACATTCAATTTGAGTAAGGATCAC  3296 

 

Query  3297  ATTGAGCATTGTAAGAGCAAACCGATCGGAATAACCAAGTTCACAAGTGTGCATGATGCT  3356 

             || |||||||| |||||||| ||||| ||  | || ||||  || ||||||||||||||  

Sbjct  3297  ATAGAGCATTGCAAGAGCAAGCCGATAGGGGTTACTAAGTATACGAGTGTGCATGATGCA  3356 

 

Query  3357  AGCTGTGAGATTAAGCAGGAAACACTCTCCATGCTTAAAGCCATGTGCACGTTGCTACCG  3416 

             ||||| || || |||| ||||||||| || ||||| ||||| ||||||||| |||| ||  

Sbjct  3357  AGCTGCGAAATAAAGCCGGAAACACTTTCTATGCTGAAAGCTATGTGCACGATGCTTCCT  3416 

 

Query  3417  TACAACCCATGTGAGCTTAGAGCAAAAGTGCTCGCTGATAGTTTGAATGCAGGCAGTACT  3476 

             ||||  |||||  |||||||||| |||||||| || |||||  | ||||| || || ||| 



Sbjct  3417  TACAGTCCATGCAAGCTTAGAGCTAAAGTGCTGGCCGATAGCCTAAATGCCGGAAGCACT  3476 

 

Query  3477  GGGGTCCTCTGCGACGAGTTGTTCAATAAGGTCGGGAATTTACTCGAGGCAAATGAGGGG  3536 

             ||||| || || || ||  ||||||| |||||||||||  |  | || || ||||||||| 

Sbjct  3477  GGGGTGCTATGTGATGAACTGTTCAACAAGGTCGGGAACCTGTTAGAAGCCAATGAGGGG  3536 

 

Query  3537  CGGCTGCGAGAGAATGTTAGAGAGGTGGGTTGCTTACTTGGAACTTTTGGAGCTGGGAAG  3596 

              |  ||| |||   |    | || ||||||||||| || || ||||||||||| |||||| 

Sbjct  3537  AGATTGCAAGAAGGTCCGCGGGAAGTGGGTTGCTTGCTAGGGACTTTTGGAGCAGGGAAG  3596 

 

Query  3597  AGCATGGTCTTTAGGAAAGTGTTAAGTAGCAATCTTGGGAAGAGCATTATCTACGTGTCT  3656 

             |||||||| |||||||| ||  | |  |  ||||| ||||| || ||  | ||| | ||  

Sbjct  3597  AGCATGGTATTTAGGAAGGTCCTGAACAATAATCTCGGGAAAAGTATACTTTACATTTCC  3656 

 

Query  3657  CCAAGAAAGCATTTGGCAGATTCATTCAATGAGCTTGTGAAGTCTATCAAGCAGCAAGAG  3716 

             ||||| ||||| ||||| || || |||||||||||  | ||| | ||||||||| | ||| 

Sbjct  3657  CCAAGGAAGCACTTGGCTGACTCGTTCAATGAGCTGATTAAGGCAATCAAGCAGAAGGAG  3716 

 

Query  3717  GGGGCAGCAAGTGTGCAAGGATTCCGCACCTTCACGTTCGAGAGAGCGCTCCTGAAGTGT  3776 

             || ||  | |||||||||||||| ||||| || || || ||| | ||| | |||||  |  

Sbjct  3717  GGTGCTACCAGTGTGCAAGGATTTCGCACATTTACCTTTGAGCGGGCGATTCTGAAAAGC  3776 

 

Query  3777  GCGCAATTTAGGCCAGATGCAACGATCATCATTGATGAAATTCAGCTGTTCCCACCAGGT  3836 

              | || || ||||| |||||||| |||||  | |||||||| ||| | |||||||| ||| 

Sbjct  3777  CCACAGTTCAGGCCTGATGCAACAATCATAGTGGATGAAATACAGGTCTTCCCACCGGGT  3836 

 

Query  3837  TACTTGGATCTATTCTCTATGTTGGTACCAGCTGGGGTGCACATGTTCTTGGTGGGCGAT  3896 

             ||| |||||||||||||  || ||||||| |  |||||||| || ||||| ||||| ||| 

Sbjct  3837  TACCTGGATCTATTCTCATTGCTGGTACCTGGAGGGGTGCATATATTCTTAGTGGGGGAT  3896 

 

Query  3897  CCGTGCCAAAGCGACTATGACTCAGAAAAAGACCGGAGCTTGTTCCAAGCCATGAAATCC  3956 

             || ||||| ||||| ||||| || || || ||  | ||| | || ||||| ||||| ||  

Sbjct  3897  CCCTGCCAGAGCGATTATGATTCGGAGAAGGATAGAAGCCTCTTTCAAGCAATGAAGTCT  3956 

 

Query  3957  GACATCAATCTCCTGTTGGATGATGCGGATTATGATTTTAATTGCAGGAGTCGTAGATTT  4016 

             ||||| || ||| ||||||| ||||| || ||| | || |||||||| |||||||| ||  

Sbjct  3957  GACATTAACCTCTTGTTGGACGATGCTGACTATAACTTCAATTGCAGAAGTCGTAGGTTC  4016 

 

Query  4017  AAGGACAAGCTTTTTGATGGCCGTTTGCCATGCTCAATGGGGCCCATGGAAGGGGAGCCA  4076 

             ||||| ||| | || || || ||| |||| ||| | |||||  |||||||||||||  |  

Sbjct  4017  AAGGATAAGATCTTCGAGGGTCGTCTGCCGTGCACTATGGGATCCATGGAAGGGGAAGCG  4076 

 

Query  4077  TCCAAGTTCACAATCATTGAGGGCATTGAAAATTGTAAAGCCATTCACTCACAGGCCGAG  4136 

             || || ||||| ||  | |||||  | ||||||||||| || |||||| |  | || ||  

Sbjct  4077  TCTAAATTCACGATGGTAGAGGGTGTGGAAAATTGTAAGGCTATTCACCCCAATGCTGAA  4136 

 

Query  4137  GTTTGTTTAGTATCCTCGTTTGATGAAAAGAAGATAGTGCAGACTTACTTCCCGAGCTCT  4196 

             || || || || || || || ||||| || ||||| ||||| || |||||||| |  ||| 

Sbjct  4137  GTGTGCTTGGTCTCTTCTTTCGATGAGAAAAAGATTGTGCAAACCTACTTCCCAAATTCT  4196 

 

Query  4197  TGCCATTGCTTTACTTTTGGAGAATCAACGGGGATGACATACAAGTCTGGAGTGATACTG  4256 

             ||||| || ||||| |||||||| || ||||| |||||||||||||||||||| |||||| 

Sbjct  4197  TGCCACTGTTTTACATTTGGAGAGTCCACGGGCATGACATACAAGTCTGGAGTAATACTG  4256 

 

Query  4257  ATCACAGACACCTCACAATACACCAGTGAGAGGAGGTGGTTAACTGCCCTGAGCCGCTTC  4316 

             || || ||||| || |||||||| |||||||| |||||| |||| || |||||||||||| 

Sbjct  4257  ATAACCGACACTTCGCAATACACTAGTGAGAGAAGGTGGCTAACGGCTCTGAGCCGCTTC  4316 

 

Query  4317  TCACATTCAATCGCCTTCGTGAATGCAACCGGTGGAAATATCCAGTTGGTGACCAGGTTA  4376 

             |||||||| || || || || |||||||||||||| ||||| ||||||||||| ||  |  

Sbjct  4317  TCACATTCGATTGCTTTTGTAAATGCAACCGGTGGTAATATTCAGTTGGTGACTAGACTG  4376 

 

Query  4377  TACCAAAATAGGGTTCTAGGTCGATTTCTGCTCAAAACTGCAAAGATCGATGACCTTAAG  4436 

             ||||| ||||| |  ||||| |||||| |||||  ||| |||| | | || ||||||||  

Sbjct  4377  TACCAGAATAGAGCCCTAGGCCGATTTTTGCTCCGAACCGCAAGGGTTGAGGACCTTAA-  4435 

 

Query  4437  ATGT-TGTTACCTGGTAGGCCACGCTTTAAGGAAGGATTTGGGGGTGAAAGAATTGGCGC  4495 

             || | | ||||| || || |||  ||| || ||  | || |  |||||||||||||| || 

Sbjct  4436  ATCTCTATTACCGGGGAGACCAAACTTCAAAGAGAGTTTCGAAGGTGAAAGAATTGGGGC  4495 

 

Query  4496  AGATGAGGGCAAGAGAGAGTTCAAGTTGGAGGGTGATCCGTGGTTGAAAACTATGCTGGA  4555 

             ||||||||| ||||| || |||||| |||||||||| || |||||||| ||||||||||| 

Sbjct  4496  AGATGAGGGGAAGAGGGAATTCAAGCTGGAGGGTGACCCATGGTTGAAGACTATGCTGGA  4555 

 

Query  4556  TCTACTACAGAAAGAGGATCAGGAGGAGGTCGAGGAAGCCGTCGTAGAGCTTGGTGAGGA  4615 

             ||| || || || |||||||| ||||| ||||||||||| ||  | ||||| |||||||| 

Sbjct  4556  TCTGCTTCAAAAGGAGGATCAAGAGGAAGTCGAGGAAGCTGTGATTGAGCTAGGTGAGGA  4615 

 

Query  4616  ATGGTTTCGCACACATTTGCCGCAATGCGAGCTGGAGGGCGTCAGAGCAAGGTGGGTTGA  4675 

             |||||| ||||||||| | || || ||||| || ||||| || |||||||||||||| || 



Sbjct  4616  ATGGTTCCGCACACATCTACCACAGTGCGAACTAGAGGGAGTGAGAGCAAGGTGGGTGGA  4675 

 

Query  4676  AAAGATATTGGCAAAAGAAGTCCGTGAGAAGAGGATGGGGCTATTGGTCTCTGAGCAATT  4735 

              || ||| |||| || || || || || ||| | ||||| ||  |||| ||||| ||||| 

Sbjct  4676  GAAAATACTGGCTAAGGAGGTACGCGAAAAGCGCATGGGCCTGCTGGTTTCTGAACAATT  4735 

 

Query  4736  CACAGATGAGCATTCAAGGCAGTTGGGGAAGCAAATCACAAACGCCGCTGAGAGGTTTGA  4795 

             ||| ||||||||||||| ||| |||||||| || |||||||| || || |||||||| || 

Sbjct  4736  CACGGATGAGCATTCAAAGCAATTGGGGAAACAGATCACAAATGCAGCCGAGAGGTTCGA  4795 

 

Query  4796  GACTATCTACCCACGACACAGAGCTGCGGACACAGTCACTTTCATCATGGCTGTGAGGAA  4855 

               | ||||||||| | ||||| ||||||||||| ||||| |||||||||||||||||||| 

Sbjct  4796  AGCAATCTACCCAAGGCACAGGGCTGCGGACACGGTCACATTCATCATGGCTGTGAGGAA  4855 

 

Query  4856  AAGATTGAGGTTTTCGGACCCAATTAGAGAGAGTGCAAAGCTCCGGGTTGCGGAGATGTA  4915 

              || ||| | ||||| || ||||| ||||||||||| || |||||||  || |||||||| 

Sbjct  4856  GAGGTTGCGTTTTTCAGATCCAATAAGAGAGAGTGCTAAACTCCGGGCAGCAGAGATGTA  4915 

 

Query  4916  TGGGCCCTTCCTACTGAAAGAATTTCTCAAGCATGTGCCACTGAAACCAATGCATGACAC  4975 

             |||||| || ||||| || ||||| ||||||||||| ||||| ||||| ||||| ||||| 

Sbjct  4916  TGGGCCGTTTCTACTTAAGGAATTCCTCAAGCATGTACCACTCAAACCTATGCACGACAC  4975 

 

Query  4976  AAGAATGATGGCTGAGGCAAAGTTTGATTTCGAGGAGAAGAAGACGCAGAAGAGCGCAGC  5035 

               | ||||||||||| |||||||| ||||| |||||||||||||| |||||||| ||||| 

Sbjct  4976  GTGCATGATGGCTGAAGCAAAGTTCGATTTTGAGGAGAAGAAGACTCAGAAGAGTGCAGC  5035 

 

Query  5036  CACTATTGAGAACCACAGCAACAGATCTTGTAGGGACTGGCTGGCCGACATGGGCATGGT  5095 

             ||| |||||||| || |||||||| ||||| ||||| ||||| || ||  | || ||||| 

Sbjct  5036  CACAATTGAGAATCATAGCAACAGGTCTTGCAGGGATTGGCTTGCAGATGTCGGTATGGT  5095 

 

Query  5096  CTTCTCAAAGTCTCAACTCTGCACAAAGTTTGACAATCGGTTCAGGGACGCGAAAGCAGC  5155 

              || ||||||||||| ||||||||||||||||||||  ||||||| ||||| ||||| || 

Sbjct  5096  GTTTTCAAAGTCTCAGCTCTGCACAAAGTTTGACAACAGGTTCAGAGACGCAAAAGCCGC  5155 

 

Query  5156  GCAGACCATTGTCTGTTTCCAACATAGCGTCCTATGCCGCTTTGCCCCGTACATGAGGTA  5215 

             ||||||||| || || || || || |||||||| || ||||| || || ||||||||||| 

Sbjct  5156  GCAGACCATCGTTTGCTTTCAGCACAGCGTCCTGTGTCGCTTCGCTCCATACATGAGGTA  5215 

 

Query  5216  CATTGAAAAGAAACTCAATGAAGTATTACCGGCAAGGTTTTACATTCATTCAGGCAAAGG  5275 

             ||| || ||||| |||||||| || || || || || ||||| || ||||||||||| || 

Sbjct  5216  CATAGAGAAGAAGCTCAATGAGGTGTTGCCCGCTAGATTTTATATCCATTCAGGCAAGGG  5275 

 

Query  5276  CTTGGAAGAGCTAAATAAATGGGTCATAGAGTCCAAATTCGATGGGTTGTGCACAGAGTC  5335 

               |||||||||| || ||||||||||| |||||||| || || ||| ||||||||||||| 

Sbjct  5276  TCTGGAAGAGCTGAACAAATGGGTCATTGAGTCCAAGTTTGAGGGGGTGTGCACAGAGTC  5335 

 

Query  5336  TGACTATGAAGCCTTCGACGCTAGTCAAGACCAGTACATAGTGGCGTTTGAGCTAGCATT  5395 

              || ||||| || || || || |||||||| || ||||| || ||||| ||  ||||  | 

Sbjct  5336  CGATTATGAGGCTTTTGATGCCAGTCAAGATCAATACATTGTAGCGTTCGAATTAGCGCT  5395 

 

Query  5396  GATGAGGTATTTGGGCTTGCCCAATGATCTCATAGAGGATTACAAGTACATCAAAACGCA  5455 

              ||| ||||||||||| |||||||||||||||||||||| |||||||||||||| || || 

Sbjct  5396  AATGCGGTATTTGGGCCTGCCCAATGATCTCATAGAGGACTACAAGTACATCAAGACACA  5455 

 

Query  5456  CCTGGGCTCAAAGTTGGGGAACTTTGCCATAATGCGCTTCTCCGGTGAGGCTAGCACCTT  5515 

             ||| || || ||||||||||||||||| |||||||| ||||| |||||||||||||| || 

Sbjct  5456  CCTTGGTTCCAAGTTGGGGAACTTTGCTATAATGCGTTTCTCTGGTGAGGCTAGCACATT  5515 

 

Query  5516  CTTGTTCAACACAATGGCCAATATGCTCTTCACATTCTTAAGATACAAGCTGAAGGGGGA  5575 

             ||| |||||||| ||||| || ||||| || || ||||| || |||||| |||||||||| 

Sbjct  5516  CTTATTCAACACTATGGCTAACATGCTGTTTACCTTCTTGAGGTACAAGTTGAAGGGGGA  5575 

 

Query  5576  TGAGCGGATATGCTTCGCTGGTGACGACATGTGCGCCAACAGGGCCCTATTCATTAAAGA  5635 

             |||| |||||||||| || || || || ||||| || || ||||| || ||||| || || 

Sbjct  5576  TGAGAGGATATGCTTTGCGGGGGATGATATGTGTGCAAATAGGGCTCTTTTCATCAAGGA  5635 

 

Query  5636  TACCCATGAGGGCTTCCTTAAGAAGCTTAAGTTGAAGGCAAAGGTTGATAGGACAAACCG  5695 

              || |||||||||||||| |||||| | |||||||| || ||||| | |||||||||| | 

Sbjct  5636  CACACATGAGGGCTTCCTCAAGAAGTTGAAGTTGAAAGCTAAGGTGGCTAGGACAAACAG  5695 

 

Query  5696  ACCGAGTTTCTGCGGGTGGAGCTTGTGCTCGGATGGGATTTACAAAAAACCGCAGCTGGT  5755 

             ||| ||||||||||||||||| |||||||| |||||||||||||||||||| || || || 

Sbjct  5696  ACCAAGTTTCTGCGGGTGGAGTTTGTGCTCAGATGGGATTTACAAAAAACCACAACTTGT  5755 

 

Query  5756  CTTTGAGAGGCTTTGTATCGCCAAGGAAACGGCCAACTTGGCCAATTGTATTGACAATTA  5815 

             |||||||||||| || ||||| || || || ||||| ||||||||||| || || ||||| 

Sbjct  5756  CTTTGAGAGGCTCTGCATCGCAAAAGAGACAGCCAATTTGGCCAATTGCATAGATAATTA  5815 

 

Query  5816  TGCAATTGAGGTATCCTATGCCTACAAGCTCGGGGAGAGGATTAAGGAGCGCATGTCGGA  5875 

             ||| || ||||| |||||||| ||||||||||||||||||||||| ||||||||||| || 



Sbjct  5816  TGCGATCGAGGTGTCCTATGCGTACAAGCTCGGGGAGAGGATTAAAGAGCGCATGTCAGA  5875 

 

Query  5876  GGAGGAATTGGACGCCTTCTACAATTGTGTGAGAGTTATTATTAAGCATAAGCATCTGCT  5935 

             ||||||| | || || |||||||| |||||||| || ||||| || || |||||||| || 

Sbjct  5876  GGAGGAACTAGATGCTTTCTACAACTGTGTGAGGGTCATTATCAAACACAAGCATCTACT  5935 

 

Query  5936  GAAGTCTGAGATCCGCTGTGTGTATGAGGATGTTTGATAGCTTAGGTAATCAGCTTAGTA  5995 

              |||||||| |||||| ||||||||||||| |||||| |||||||||||||||||||||| 

Sbjct  5936  TAAGTCTGAAATCCGCAGTGTGTATGAGGAGGTTTGACAGCTTAGGTAATCAGCTTAGTA  5995 

 

Query  5996  GTATTGAATATATGGATGTGTTTTTGCAAATTTTGAATAAATATAAGTTTGAGCGTGTTA  6055 

             ||||||||||||||||||||||||||||| ||||||||||||| |||||||||||||||| 

Sbjct  5996  GTATTGAATATATGGATGTGTTTTTGCAAGTTTTGAATAAATACAAGTTTGAGCGTGTTA  6055 

 

Query  6056  GTAGCACTTTAAATAAACCAATAGTTGTTCATAGTGTCCCAGGAGCTGGTAAAAGTTCTG  6115 

             ||||  |||| |||||||||||||| || ||||| || ||||| |||||||||||||| | 

Sbjct  6056  GTAGTGCTTTGAATAAACCAATAGTCGTACATAGCGTTCCAGGCGCTGGTAAAAGTTCCG  6115 

 

Query  6116  CAATTCGGGAGTTGCTTAAGTTAGATAGTAGGTTTGAGTGCATTACCCGTGGCCGGCCAG  6175 

             ||||  ||||| | || |||||||||||||||||||||||||| ||||| |||||||||| 

Sbjct  6116  CAATCAGGGAGCTACTGAAGTTAGATAGTAGGTTTGAGTGCATCACCCGCGGCCGGCCAG  6175 

 

Query  6176  ACATCCCGAATCTAGAGGGGGCTTTCATCAAGGCTGAGCGTGGTGGGGAGAATAAATTGC  6235 

             | || || ||||||||||| |||||||||||||  || ||| |||| ||| ||||  ||  

Sbjct  6176  ATATTCCCAATCTAGAGGGTGCTTTCATCAAGGGCGAACGTAGTGGTGAGGATAAGCTGT  6235 

 

Query  6236  TGCTGGTTGATGAGTACATAGAAGGGCCGGTCCCAGAGGATGCCTTTGCAATCTTTGCTG  6295 

             |||||||||| ||||||||||| ||||| || ||||| || || |||||||||||||| | 

Sbjct  6236  TGCTGGTTGACGAGTACATAGAGGGGCCCGTTCCAGAAGACGCTTTTGCAATCTTTGCAG  6295 

 

Query  6296  ATCCACTTCAGAGTACCGCTGTGAGCCCATACCGGGCACACTTCATCAAAACATTGAGCC  6355 

             |||| || ||||| || ||||| ||||||||  | || || |||||||||||| | |||| 

Sbjct  6296  ATCCGCTACAGAGCACAGCTGTTAGCCCATATAGAGCGCATTTCATCAAAACACTAAGCC  6355 

 

Query  6356  ATCGCTTTGGCAAGTGTACCGCTTCCCTTTTGAGAGATTTGGGTTGGGACGTACAGGCAG  6415 

             ||||||||||||||||||| ||||| || || || || |||||||||||||| || || | 

Sbjct  6356  ATCGCTTTGGCAAGTGTACTGCTTCGCTCTTAAGGGACTTGGGTTGGGACGTGCAAGCTG  6415 

 

Query  6416  AAGGTCAAGATTCAGTTCAAATTGCAGATATCTTCACAGTTGACCCTAGGGATACTATTG  6475 

             | ||||| |||||||| |||||||| ||||||||||| ||||||||||  || ||  ||| 

Sbjct  6416  AGGGTCAGGATTCAGTACAAATTGCCGATATCTTCACGGTTGACCCTAAAGAAACAGTTG  6475 

 

Query  6476  TGTACTTCGAGCCGGAAGTTGGAGAGTTGCTGAGGAGCCACGGCGTCGAGGCGAGCTGCA  6535 

             | ||||| ||||||||||| |||||||||||||||| ||||||||| |||||||| |||| 

Sbjct  6476  TTTACTTTGAGCCGGAAGTCGGAGAGTTGCTGAGGAACCACGGCGTTGAGGCGAGTTGCA  6535 

 

Query  6536  TTGGTGAGGTGCGCGGGGCCACTTTCGAACACGTAACCTTCGTCACTTCTGAGAACAGCC  6595 

             ||||||||||||| || || ||||| || ||||| || |||||||||||||| ||||||| 

Sbjct  6536  TTGGTGAGGTGCGAGGAGCTACTTTTGAGCACGTGACGTTCGTCACTTCTGAAAACAGCC  6595 

 

Query  6596  CACTGGTTGATAAGGCTGCTGCTTTTCAGTGCTTGACGAGGCACACTAAGAGCTTGCTCA  6655 

             |||| ||||||||||| || || || |||||||| ||||||||||| ||||||||||||| 

Sbjct  6596  CACTAGTTGATAAGGCCGCCGCCTTCCAGTGCTTAACGAGGCACACCAAGAGCTTGCTCA  6655 

 

Query  6656  TATTGTGCCCTGATGCCACTTACACCGCCGCCTAACTACACAGGGTTATACATTGCAGCG  6715 

             || ||||||| ||||||||||||||| |||||||| ||||||||||||||||| || ||| 

Sbjct  6656  TACTGTGCCCAGATGCCACTTACACCACCGCCTAATTACACAGGGTTATACATCGCGGCG  6715 

 

Query  6716  GCTTTGGGAGTGTCCCTTGCCGCCGTAGTAGCATTGTTCACTAGGAGTACATTGCCAATT  6775 

             ||  | || || || || || || ||||||||| | |||||||| ||||||||||||||  

Sbjct  6716  GCACTAGGTGTATCTCTAGCGGCAGTAGTAGCACTATTCACTAGAAGTACATTGCCAATC  6775 

 

Query  6776  GTTGGGGATTCGCAGCACAACCTCCCACACGGGGGACGGTATCGCGACGGCACTAAGGCT  6835 

             || |||||||| ||||||||||||||||||||||| |||||||| ||||| ||||||||  

Sbjct  6776  GTAGGGGATTCACAGCACAACCTCCCACACGGGGGTCGGTATCGTGACGGTACTAAGGCC  6835 

 

Query  6836  ATTGATTACTTCAAGCCCGCGAAACTGAATTCTGTTGAGCCTGGCAATCACTGGTACGCT  6895 

             |||||||| ||||||||||||||| |||||||||| || || |||||| |||||||| |  

Sbjct  6836  ATTGATTATTTCAAGCCCGCGAAATTGAATTCTGTGGAACCGGGCAATTACTGGTACACC  6895 

 

Query  6896  CAACCTTGGCTACTAGTTCTACTTCTAGTTGCGCTCATCTGCTTATCAGGGCGTCATGCT  6955 

             |||||||||||  | ||  | ||| | ||||||||||||||  |||| |||||||||||| 

Sbjct  6896  CAACCTTGGCTGTTGGTCTTGCTTTTGGTTGCGCTCATCTGTCTATCTGGGCGTCATGCT  6955 

 

Query  6956  CCATGCTGTCCAAGGTGCAACCGAGTGCACAGTGCTTAATGGTTTTCATCTTGGCATTCG  7015 

             | ||| || ||||||||||| ||||||||||||||||||| || ||   |||||| |||| 

Sbjct  6956  CAATGTTGCCCAAGGTGCAATCGAGTGCACAGTGCTTAATAGTGTTTGCCTTGGCTTTCG  7015 

 

Query  7016  CGCTAAGTTGGTATGCGCTCAGGCCAGGAAATACAGGCTGCGTTCTACTCATCACTGGGG  7075 

             | |||||||||||||  || ||||| || |||||| | || ||| |||| |||||||| | 



Sbjct  7016  CCCTAAGTTGGTATGTTCTAAGGCCGGGGAATACAAGTTGTGTTTTACTAATCACTGGAG  7075 

 

Query  7076  AATCAGTCCGGCTAGTCAATTGCGAGCTCACAAGAGATTTGGTGGAAGCCGTAGCAACAT  7135 

             | |||||| |||| ||||||||||||||||||| |||| | ||||| ||||| || |||  

Sbjct  7076  AGTCAGTCAGGCTGGTCAATTGCGAGCTCACAAAAGATCTAGTGGAGGCCGTGGCCACAC  7135 

 

Query  7136  TGGGGCCGTTGAAGCACCTTTAGGTTCACAGGTAAGAGTTCGAAGAAACTGTCCCACAGA  7195 

             |  |||| ||||| ||||||||||||||||||||| || ||||| ||||||   |||||| 

Sbjct  7136  TAAGGCCATTGAAACACCTTTAGGTTCACAGGTAAAAGCTCGAATAAACTGCTTCACAGA  7195 

 

Query  7196  GAAAATGCCGCCCAAACCGGATCCAACAAGCTCAGGAGAGACACCACAAGCAATACCGCT  7255 

             || ||||||||| ||||| |||||  | || ||||| ||   ||||||||| || || |  

Sbjct  7196  GAGAATGCCGCCTAAACCAGATCCTTCTAGTTCAGGGGAAGTACCACAAGCTATGCCACC  7255 

 

Query  7256  TGCGCCGCCGCCCCGGAACGTAGAGGAGCATAGAGTTGGCCCAAGTCAAGG-GCACGGGC  7314 

             ||| || || || || ||    || | ||| ||| |  || |||    ||| ||  |||| 

Sbjct  7256  TGCACCACCTCCGCGCAATTCGGAAGGGCACAGA-TCCGCGCAATCGGAGGCGCCAGGGC  7314 

 

Query  7315  AGAATGAAGAAGCTATGCTGGAGCAGAGGCTCATCAGATTGATTGAACTCATGGCCTCGA  7374 

             | ||||||||||| |||||||| || |||||| |  |||||||||| || ||||||   | 

Sbjct  7315  AAAATGAAGAAGCCATGCTGGAACAAAGGCTCGTTCGATTGATTGAGCTTATGGCCAAAA  7374 

 

Query  7375  AAAGGCACAATTCAACATTGAGCAACATCTCTTTTGAGATAGGTAGGCCCTCGCTTGAGC  7434 

             | |||||||| || || ||||| |||||||| ||||||||||||||||||    | || | 

Sbjct  7375  AGAGGCACAACTCGACGTTGAGTAACATCTCCTTTGAGATAGGTAGGCCCAGTTTGGAAC  7434 

 

Query  7435  CGACCCCTGAAATGCGGAGGAATCCGGAGAATCCATACTCGCGGTTTTCAATCGATGAGC  7494 

             | || || || ||| | ||||||||||| ||||||||||| || || ||||| || |||| 

Sbjct  7435  CAACACCCGAGATGAGAAGGAATCCGGAAAATCCATACTCTCGATTCTCAATTGACGAGC  7494 

 

Query  7495  TGTTCAAGATGGAAATCCGATCTGTGTCCAACAACATGGCGAACACTGAGCAAATGGCAC  7554 

             ||||||| ||||||||||| || ||||| ||||||||||| || ||||| |||||||||| 

Sbjct  7495  TGTTCAAAATGGAAATCCGGTCGGTGTCGAACAACATGGCCAATACTGAACAAATGGCAC  7554 

 

Query  7555  AAATCACTGCTGATATCGCTGGGCTTGGGGTCCCCACTGAACACGTTGCAGGGGTAATAC  7614 

             | |||||||| ||||| || ||||| || || |||||||| || ||||| || || |||| 

Sbjct  7555  AGATCACTGCAGATATTGCCGGGCTCGGTGTTCCCACTGAGCATGTTGCTGGCGTCATAC  7614 

 

Query  7615  TGAAAGTGGTGATCATGTGTGCAAGCGTGAGTAGCTCTGTTTATCTAGATCCAGCAGGGA  7674 

             |||| || ||||||||||| |||||||| || || ||||| || ||||| || ||||| | 

Sbjct  7615  TGAAGGTCGTGATCATGTGCGCAAGCGTAAGCAGTTCTGTCTACCTAGACCCTGCAGGAA  7674 

 

Query  7675  CTGTGGAGTTCCCAACAGGCGCAGTGCCCTTGGACTCAATCATTGCAATTATGAAGAATC  7734 

             |||| |||||||| || || ||||| || |||||||| || |||||||| ||||| |||| 

Sbjct  7675  CTGTTGAGTTCCCCACTGGAGCAGTCCCTTTGGACTCCATAATTGCAATCATGAAAAATC  7734 

 

Query  7735  GCGCGGGATTGAGAAAAGTGTGCAGGCTGTATGCTCCAGTCGTGTGGAATTACATGCTAG  7794 

             | || ||| |||| || ||||||||||||||||| || ||||| |||||||||||||| | 

Sbjct  7735  GTGCTGGACTGAGGAAGGTGTGCAGGCTGTATGCCCCGGTCGTCTGGAATTACATGCTCG  7794 

 

Query  7795  TCCAGAATAGGCCACCTTCGGATTGGCAGGCCATGGGATTCCAGTGGAACGCACGCTTCG  7854 

             | ||||| ||||| |||||||| |||||||| ||||| || || ||||| |||||||| | 

Sbjct  7795  TTCAGAACAGGCCTCCTTCGGACTGGCAGGCAATGGGGTTTCAATGGAATGCACGCTTTG  7854 

 

Query  7855  CCGCATTTGACACATTCGATTATGTGACTAATGGGGCTGCAATTCAGCCCGTAGAGGGGC  7914 

             |||| ||||||||||| |||||||||||||| || || || || ||||| || ||||||| 

Sbjct  7855  CCGCTTTTGACACATTTGATTATGTGACTAACGGCGCCGCGATCCAGCCTGTCGAGGGGC  7914 

 

Query  7915  TCATACGCAGGCCCACACCTGAGGAAACAATAGCTCACAATGCCCACAAGAGTATGGCGA  7974 

             | || || |||||||| |||||||| ||  ||||||| || || |||||||| ||||| | 

Sbjct  7915  TAATCCGTAGGCCCACGCCTGAGGAGACGGTAGCTCATAACGCTCACAAGAGCATGGCAA  7974 

 

Query  7975  TTGACAAGTCGAACAGAAATGAGCGATTGGCCAACACGAATGTTGAGTACACTGGAGGGA  8034 

             |||| ||||| |||||||||||  |  |||| ||||| || ||||| ||||| || || | 

Sbjct  7975  TTGATAAGTCTAACAGAAATGAAAGGCTGGCTAACACCAACGTTGAATACACCGGGGGCA  8034 

 

Query  8035  TGCTTGGCGCCGAGATTGTGCGCAATCACCGTAATGCGATCAACCAATGAAGGCAGACCG  8094 

             |||| ||||| ||||| ||||| || || || |||||    |||||||||  || || || 

Sbjct  8035  TGCTCGGCGCTGAGATCGTGCGTAACCATCGGAATGCAGCAAACCAATGAGAGCGGAACG  8094 

 

Query  8095  TTTAGCCATGTTATTATTGTGTGTCCATCGACTGGGATATGTTTTGCCAGTTGAAGTTTG  8154 

             | ||   |||||| |  |||||||  | |||||||| ||| | || || || || || || 

Sbjct  8095  TCTAAATATGTTACTTCTGTGTGTTTACCGACTGGGTTATATCTTACCGGTCGATGTGTG  8154 

 

Query  8155  TGTAAATATAATAAGCCTAAGCGCAGGTCCAGTTTCTAGGGGCAGGTCCACTTACGCTCG  8214 

             | | || ||||||||    || |||||||||||||| |||||    || |||||| | || 

Sbjct  8155  TATTAAAATAATAAGTGCTAGTGCAGGTCCAGTTTCCAGGGGTCATTCAACTTACTCACG  8214 

 

Query  8215  TAAGCGGAGGGCCCGCAGCATTGGGCGATGCTGGCGATGTTATCGTGTCTATCCACCTAT  8274 

             |||||| ||||| ||||||||||| ||||||||||| ||||| || |||||||||||  | 



Sbjct  8215  TAAGCGAAGGGCTCGCAGCATTGGCCGATGCTGGCGTTGTTACCGAGTCTATCCACCAGT  8274 

 

Query  8275  TTGTAATTCTAAGTGTGATAATAGAACGTGCCGTCCAGGCATTAGTCAAAATTATAAAGT  8334 

             |||||||||||||||||||||||| || || ||||||||||| |||| ||| |||||||| 

Sbjct  8275  TTGTAATTCTAAGTGTGATAATAGGACATGTCGTCCAGGCATAAGTCCAAACTATAAAGT  8334 

 

Query  8335  AGTGACTTTCATTCGGGGTTGGAGTAACTGAGGTGATACCACCCATGGT-GCAAAGTCAG  8393 

             | || |||||||||| |||||||||||||||||||||||||||     | | | ||||   

Sbjct  8335  AATGGCTTTCATTCGAGGTTGGAGTAACTGAGGTGATACCACCAGGAATAGAATAGTCTA  8394 

 

Query  8394  AGTTTCGCATAAAACTTAAATAATATATAAGTGTGCAACTATAAAGAAAATATGTTTTTA  8453 

             ||||||||||||| ||||||||||||||||||||||||||||||||||| |||||||||| 

Sbjct  8395  AGTTTCGCATAAAGCTTAAATAATATATAAGTGTGCAACTATAAAGAAAGTATGTTTTTA  8454 

 

Query  8454  AAATA-TTTTAGCAT  8467 

             ||||| ||||||||| 

Sbjct  8455  AAATATTTTTAGCAT  8469 

 


